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akumulacja 8-11 mutacji. Aberacje chro-
mosomowe z przewagq delecji zmieniajq
funkcjonowanie genomu. Mnogos6 uszko-
dzen materiatu genetycznego .prowadzi
do niestabilnosci genetycznej, kt6ra uta-
twia generowanie kolejnych uszkodzen.
Oznacza to zmiany na poziomie kom6r-
kowym obejmujqce kolejno transformacjl?
nowotworowq, a w dalszym etapie wzrost
agresywnosci i powstawanie przerzut6w
regionalnych i odlegtych.
Wnioski: Pomimo tak duzego postl?PU
w naukach podstawowych nadal jest brak
podstawowego markera monitorujqcego
przebieg i okreslajqcego prognozl?
nowotwor6w gtowy i szyi. Wydaje sil?,






1Institute of Human Genetics PAN, 21nstitute
of Pediatrics Academy of Medical Sciences,
3Department of Medical Diagnostics
and 4Regional Hospital in Poznan
Objectives: Reactivation of telomerase
is believed to play an important role in
immortalization and carcinogenesis.
Design: To investigate the expression of
three components of telomerase complex
(hTR, hTERT, TP1) along with telomerase
activity in malignant and normal cells.
Methods: Cells isolated from gastric and
colon cancer, and normal mucosa from
stomach and colon of corresponding
patients. In addition established cell lines
from gastric •. and cqlon cancer have been
studied. ExpresSion of hTERT, hTR and
TP1 has been studied by reverse tans-
criptase PCR technique. Telomerase
repeat amplification protocol-TRAP and
PCR-ELISA was used for analysis
telomerase activity. FISH technique was
used to detect possible TERT gene
amplification.
Results: The all telomerase components
were consistently expressed in colon and
gastric cancer cells. Neoplastic RNA pro-
duced consistently very strong amplifica-
tion signals either for hTR hTERT and
S244
TP1. The expression of hTR was observed
in RNA isolated from all normal mucosa
samples and from peripheral blood
lymphocytes. The expression of TP1 and
hTERT has been found in the majority of
normal cells, however the amplification
signals produced were usually much
weaker then in malignant cells. The
limiting dilution experiments indicated that
the cancer cells have at least 100-fold
higher telomerase activity and at least 25-
fold higher TP1 and hTERT expression in
comparison to normal cells. FISH analysis
revealed amplification of TERT gene in
malignant cells.
Conclusions: It can be concluded that
all cancer cells tested have higher telo-
merase expression and activity, as com-
pared to normal cells. The high expression
and activity of telomerase in cancer cells
can be explained by amplified TERT gene.
Therefore telomerase can be a good
cancer marker provided quantitative
analysis is carried out. Grant support:
The work was sponsored by KBN grants
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Wieloetapowos6 procesu.kanceJQgene;z:y
oraz towarzyszqca mu akumulacja zmian
na poziomie molekularnym, subkom6rko-
wym i kom6rkowym jest zjawiskiem og61-
nie znanym i akceptowanym. Wiqzq sil?
z nim starania majqce okresli6 specyficzne
markery genetyczne, pozwalajqce na okre-
slenie etapu rozwojowego guza nowotwo-
rowego. Jednymi Z lepiej opracowanych
modeli opisujqcych rozw6j choroby nowo-
tworowej Sq modele oparte na badaniach
cytogenetycznych, a wsr6d nich zapropo-
nowany dla pfaskonabtonkowych nowo-
twor6w rejonu gtowy i szyi. Wskazujq one
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